10/541,795 



=> d his . 

(FILE 'HOME' ENTERED AT 12:08:13 ON 17 OCT 2006) 

FILE 'REGISTRY' ENTERED AT 12:08:31 ON 17 OCT 2006 
LI STRUCTURE UPLOADED 

L2 STRUCTURE UPLOADED 



L3 


0 


S 


L2 


L4 


0 


S 


L2 FULL 




FILE 'HCAPLUS, HCAOLD , USPATFULL, EPFULL 1 ENTERED AT 12:12:56 ON 17 OCT 




2006 






L5 


65877 


S 


HYDROXAMIC ACID OR ?HYDROXYCARBOXYAMIDE OR ?HYDROXYCARBOXAMID 


L6 


30550 


S 


L5 AND DERIVATIVE? 


L7 


25912 


S 


L6 AND PHENYL? 


L8 


290715 


S 


? CYTOKINE? OR TUMOR NECROSIS FACTOR OR TNF? 


L9 


4235 


S 


L7 AND L8 


L10 


452426 


S 


ANTIINFLAMMAT? OR INFLAMMAT? OR IMMUNOSUPRESS? OR AUTOIMMUN? 


Lll 


3758 


S 


L9 AND L10 


L12 


1457 


S 


Lll AND N-HYDROXY? 


L13 


341 


S 


L12 AND ACETYLAMINO 


L14 


340 


S 


L13 AND (MEDICAMENT OR PHARMACEUTICAL OR COMPOSITION) 



10/541,795 



LI 



STRUCTURE UPLOADED 



= > d 

LI HAS NO ANSWERS 
LI STR 




m i Ho-3 Ph -Uo-3 



N OH 

G2 



Structure attributes must be viewed using STN Express query preparation. 



=> s 11 

GENERIC GROUP NOT VALID HERE 

Generic groups may not be used in these circumstances : 

1. Any generic group node (e.g., Hy) in a ring. 

2 . An Ak node attached to another Ak node . 



Uploading C:\Program Files\Stnexp\Queries\795-2 . str 
L2 STRUCTURE UPLOADED 

= > d 

L2 HAS NO ANSWERS 
L2 STR 




mi [] 0 -3 P h [] 0 -3 



-N- 



-OH 



G2 



Ph 
Gl 

G2 H, Fh, Ak 

G3 N,Ms,Et,n-Pr, n-Bu 



Structure attributes must be viewed using STN Express query preparation. 



=> s 12 

SAMPLE SEARCH INITIATED 12:12:36 FILE "'REGISTRY' 
SAMPLE SCREEN SEARCH COMPLETED - 261 TO ITERATE 



100.0% PROCESSED 261 ITERATIONS 



0 ANSWERS 



10/541,795 



SEARCH TIME: 00.00.01 

FULL FILE PROJECTIONS: ONLINE **COMPLETE** 

BATCH * * COMPLETE * * 
PROJECTED ITERATIONS: 4251 TO 6189 

PROJECTED ANSWERS: 0 TO 0 

L3 0 SEA SSS SAM L2 

=> s 12 full 

FULL SEARCH INITIATED 12:12:41 FILE ' REGISTRY * 
FULL SCREEN SEARCH COMPLETED - 4866 TO ITERATE 

100.0% PROCESSED 4866 ITERATIONS 

SEARCH TIME: 00.00.01 



L4 



0 SEA SSS FUL L2 



